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２ １　 ｐＸ４５８ － ｓｇＲＮＡóé?ôÈ
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a.电泳分析 Electrophoretic analysis b.阳性克隆测序 Positive clone sequencing

图 1 pX458-sgRNA 载体的构建

Fig.1 The constructs of pX458-sgRNA

G
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２ ３　 ｐＸ４５８ － ｓｇＲＮＡ÷óé5 ＨｅｐＧ２ øùÁ?1�ûdXü
ºÙQ©ùXwel4Åe ＤＮＡ，�@�� （mõ ３ａ）��，�Q ＤＮＡ �ÔSÛ，¼dzù，

U�doì�� ＰＣＲÚÀ，ö�÷�@Å®�� （mõ ３ｂ）ÎÝ，�¹ ２００ ｂｐ³®¯9l�Ô．

图 2 各组 GFP pX458-sgRNA 质粒转染
HepG2 细胞的效率检测

Fig.2 Transfection efficiency of three
pX458-sgRNA constructs in HepG2 cell

a. 基因组 DNA 的电泳
Electrophoresis of genomic DNA of HepG2 trans鄄
fected with different pX458-sgRNA construct

b. PCR 扩增片段的电泳
Electrophoresis of PCR amplification

for editing site

图 3 转染后基因组 DNA 的提取与 PCR 扩增

Fig.3 Electrophoresis of genomic DNA and PCR amplification after
transfection with different pX458-sgRNA

bp bp

Control Control

l ＰＣＲ.!Kt®×ºå，F¯ ｐＸ４５８ － ｓｇＲＮＡ － Ｓ１ XweZ! ｓｇＲＮＡ×Ðl! １８ Äþ4³�
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ｐＸ４５８ － ｓｇＲＮＡ － Ｓ１ üO³´I�lÑO��．

a. 各组 PCR 产物测序分析
Sequencing analysis of PCR products of different groups

b. 各 sgRNA 在基因组上的分布情况
A diagram showing the sites and directions of sgRNAs

图 4 靶向 TRBC 的基因组编辑效果与位点分析

Fig.4 The effect and sites analysis of gene鄄editing targeting TRBC

２ ４　 ＰＣＲCâ? Ｔ － ＡýþT¥Ñ^_
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ù%��®×ºå，�� （mõ ５）��，´ ４ Äù%� ｓｇＲＮＡ×ÐVF~�þ4l}½，õ ５ E~
ü�|d ＳＮＰØy，wm4Åe§l^ÄúØ4ÅßF~��G，��< ＰＡＭØyl ＳＮＰ�ÑOé
´ÍfÎÕl��．
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图 5 sgRNA-S1 组克隆测序分析

Fig.5 Sequencing analysis of different clones of sgRNA-S1 group
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