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Abstract: In order to understand the diversity of culturable bacteria in three types of edible shellfish com-
mercially available in Xiamen, the bacteria isolated from Ostrea plicatula, Sinonovacula constricta and Thais
clavigera were cultured with self-made medium. The species of bacteria were identified and phylogenetic analy-
sis was carried out according to the results of 16S rDNA sequencing. The results showed that the 35 strains iso-
lated from Ostrea plicatula belong to 14 species, the 32 strains isolated from Sinonovacula constricta belong to
16 species, and the 31 strains isolated from Thais clayigera belong to 7 species. The results indicated that com-
mercially available oyster, sinonovacula and rock whelk are rich in bacteria, and most of the isolated bacteria
(such as Raoultella ornithinolytica, Vibrio alginolyticus and Vibrio parahaemolyticus, etc. ) were pathogenic. So
it is not recommended to eat improperly processed shellfish products or the raw shell fish.
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